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Fig. 1  Structure of nif cluster of Frankia from different strains/species
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ADVANCES IN RESEARCH ON GENOMES OF FRANKIA

WANG Shu-feng
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Abstract

Nitrogen-fixation symbiosis between non-legume plants and Frankia strains is the predominant N,-

fixing system in forests. Actinomycete Frankia is of fundamental and ecological importance for its ability to fix

nitrogen and to nodulate about 25 genera of plants. Here is a review on genomes of Frankia, including the organization,

function, localization and some particular properties of its genes. Also a comparative analysis of Frankia nif genes from

various strains and species was carried out. Novel trends in research on Frankia genetics were given in the end.
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