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Table 1 physicochemical properties of soils studied

TFf pH HHL AN KA N CEC 4P 4K T
(g/kg) (g/kg) (mg/kg) (cmol/kg) (g/kg) (g/kg) (mg/kg)
QX-1 7.4 66.7 5.96 14.53 0.87 20.43 12702
QX-2 8.4 8.9 0.46 5.60 0.72 19.96 403
QX-3 72 47.9 1.40 115.14 14.87 0.79 2222 12326
QX4 7.6 36.8 1.26 15.36 0.83 20.04 3535
QX-5 7.6 40.5 1.21 14.50 0.77 21.04 11481
QX-6 7.9 33.1 0.92 85.29 9.03 0.81 17.58 285
QX7 6.2 61.8 1.30 139.23 14.74 0.83 21.20 12723
QX-8 8.2 24.1 1.21 14.93 0.84 21.20 164
2 HREMPECEBERE 10° g T1)
Table 2 Biomass of aromatic hydrocarbons degraders
QX-1 QX-2 QX-3 QX4 QX-5 QX-6 QX-7 QX-8
T RE I At v AR 733 0.08 445 673 0.07 0.20 0.88
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100 bp— -

2 1% QX-1#0 QX5 C230 HE 184
(M: 43 FHEARid DL2000 CREEF Y TR 1: QX-15 2: QX-5)
Fig.2 Amplified DNA fragments of C230 from QX-1 and QX-5
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Aromatic Hydrocarbons Degraders in Oil-contaminated

Soils and Cloning of Catechol 2,3-Dioxygenase Gene
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Abstract:

100049, China)

Indigenous aromatic hydrocarbons degraders (AHD) are the primary member for bioremediation of

oil-contaminated soils. In the present study, the aromatic hydrocarbons degraders and catechol 2,3-dioxygenase (C230)

gene were determined. Abundant degradative bacteria were detected and a 934 bp DNA fragment of C230 was

amplified in two of four heavily contaminated soils (oil content™>10000 mg/kg), indicating a relationship between

abundance of AHD or C230 copies and oil content. Sequences analysis of C230 gene implied a possible pseudomonad

origin. This study suggested a possibility of monitoring bioremediation of oil-contaminated soils and screening

degradative bacteria resources by determining the number of aromatic hydrocarbons and abundance or diversity of

degradative genes in soil.
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