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Fig. 1 Agarose gel electrophoresis of genomic DNA by

LiCl precipitating method

2.2 DNA

HFAZIRAE 260 nm A — I KOEBE, &
HBAE 280 nm A — i KOGIRISUE, By L ta 3= 5%
ZRJTAE 230 nm A — I RO, Bt LU i EE AR
Aneo/Asso M Aso/Anzo M ELAE W BL T i T4 DNA
RAIEBA LK . WH Y 1.8 Ax0/Ax <2,



776 +

1 38 4

Asgo/Arzo=2 I5f, W] DNA #4l, i DNA F17&
. RNA. W2k R RGNS AL G
ST KO T A AR 4 ), SR LiCl iR
I DNA 2l W SRR W3R 1.

1 LiCl DNA

Table 1  Purity, concentration and distill amount of DNA extracted

from bacteria rich in capsule by LiCl precipitating method

BB P1 P2 P3 P4
Asso/Asso 1.95 1.8 1.73 1.86
Ageo/Azzo 3.15 2.0 2.60 19.5
DNA W (ug/ml) 102.5 135 1125 97.5
DNA #f (ug) 10.25 135 11.25 9.75
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Fig.2 Agarose gel eletrophoresis of 16S rDNA amplification of

DNA samples by LiCl precipitating method
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Genomic DNA Extraction from Bacteria Rich in Capsular
Polysaccharides by LiCl Precipitating Method

HOU Wei-guo, LIAN Bin

( Key Laboratory of Microbial Engineering, College of Life Sciences, Nanjing Normal University, Nanjing 210097, China )

Abstract: Bacteria rich in capsule are widely applied in many fields and it is important to investigate their gene
resources. But capsules, especially capsule polysaccharides, will disturb DNA extracting largely, thus, LiCl precipitating
method was introduced in this paper as a novel method and was examined by electrophoresis, spectrophotometer and
amplification of 16S rRNA gene. Results showed that it could extract genomic DNA about 23 kb effectively in
molecular weight from bacteria rich in capsule polysaccharides, and doesn’t need purification for following serial
molecular biological experiments.
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