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Table 1 Functional diversity indexes of soil microbial community
Shannon H Simpson D S MclIntosh U

CK1 1.31+0.01a 0.94+£0.00 a 23.33+0.58 ab 471+0.57 a

CK2 1.32+0.05a 0.94+0.01a 2433+ 1.53a 464+1.18a
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P<0.05
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Soil Microbial Diversity and Community Structure Under
Continuous Tobacco Cropping

YUE Bing-bing, LI Xin, ZHANG Hui-hui, JIN Wei-wei, XU Nan, ZHU Wen-xu, SUN Guang—yu*
(College of Life Science, Northeast Forestry University, Harbin 150040, China)

Abstract: Soil microbial diversity and community structure under continuous tobacco cropping were analyzed by using
Biolog microplates. The results showed that the average well color development (AWCD) of soil microbe in 7a continuous
tobacco cropping were lower obviously than in rotation; the indices of richness, Shannon-Wiener and Simpson’s diversity of
microbial metabolic diversity of continuous tobacco cropping were all significantly lower than those of maize-soybean-tobacco or
soybean-maize-tobacco rotation; and the functional diversity index of soil microbial community under 7a continuous tobacco
cropping was lower than under 2a. The utilization of carbon sources by soil microbes was lower in continuous cropping than in
rotation. It suggested that continuous tobacco cropping reduced the diversity of soil microbial community structure and function.

Key words: Tobacco, Continuous cropping, Soil microbial community, Biolog, Carbon source utilization



