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100 ml 100 pg/ml Microsoft Office Excel 2003
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DPS 7.05 Fig. 1 Growth curves of selenium-tolerant bacteria
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2.3 Na,SeOs =

- YLBI-6 TXB2-5
- 6 ug/ml TXB1-10 4 pg/ml GPB1-5 8 ug/ml
F1 FREEREEREETK
Table 1  Color changes of bacterial liquids under different Se concentrations

Na,SeO; (ng/ml)

1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20
YLB1-6 - - - - - o + + + 4+ + + + + + + + + + +
TXBl-10 - - - © + 4+ + + + 4+ 4+ 4+ 4+ 4+ o+ o+ o+ o+ o+ 4
™B2-5 - - - - - o + + + + 4+ + + + 4+ 4+ + + 4+ +
GpB1-5 - - - - - - - o + 4+ 4+ 4+ 4+ 4+  + 4+  +  + 4+ 4+
cc_»» ce oo ceyos
2.4 2.5
PCR 16S rDNA
1450 bp BLAST 3
YLBI1-6 4 99%
TXBI1-10 TXB2-5 GPB1-5 Neighbor-Joining
1.547 1.358 2.681 2.936 pg/ml ( 2 YLB1-6  Bacillus
74.22% 66.05% 55.31% 63.30% cereus TXB1-10  Sinomonas sp. TXB2-5  Bacillus
YLB1-6 TXBI1-10 GPB1-5 TXB2-5 thuringiensis GPB1-5  Achromobacter denitrificans
4 Bacillus  Stenotropho-
YLBI-6 TXBI-10 GPBI-5 monas  Enterobacter Pseudomonas!"*')
TXB2-5( 2) Sinomonas  Achromobacter
50% ~ 80%!7!114 4
50% " . .
£ 3 HE#H 16S rDNA FHIRIRIED LR
%2 SR AR R Table 3 Sequence homologysaer::llllgns::sof strains based on 16S rDNA
Table 2 Ratios of Se transformation of Se-enriched bacteria
%) oo
YLBI-6 74.22 aA YLBI1-6 Bacillus cereus strain DS16 99
TXB1-10 66.05 bB
TXB2-5 5531 ¢C TXB1-10 Sinomonas sp. bE8 99
GPB1-5 63.30 bB TXB2-5  Bacillus thuringiensis strain BAPE] 99
P<0.01 GPBI1-5 Achromobacter denitrificans strain BTC3 99
P<0.05
99[ Bacillus thuringiensis strain BAPE1 (TXB2-5)
Bacillus cereus strain DS16 (YLB1-6)
Achromobacter denitrificans strain BTC3 (GPB1-5)
Sinomonas sp. bE8 (TXB1-10)
0.1
2 ET 16S rDNA FHIH ARG L B
Fig.2 Phylogenetic tree based on 16S rDNA sequences
2.6
4 CK
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Screening and Identification of Se-enriched Bacteria from
Se-rich Soils in Guangxi

LIAO Qing, LIU Yongxian, XING Ying, LIANG Panxia, PAN Liping, CHEN Jinping, JIANG Zepu"

(Agricultural Resource and Environmental Research Institute, Guangxi Academy of Agricultural Sciences/Selenium Enriched
Agriculture Research Center of Guangxi, Nanning 530007, China)

Abstract: 32 Se-tolerance strains were isolated from Se-rich soils in Guangxi. Se-enriched test were conducted by
optimizing the time of adding Na,SeOj;, the incubation time and Na,SeO; concentration, and 4 bacterial strains with strong
Se-enriched ability were screened out. Furthermore, the species of these 4 bacterial strains were determined based on the
sequencing of 16S rDNA and phylogenetic analysis as Bacillus cereus (YLBI1-6), Sinomonas sp. (TXB1-10), Bacillus
thuringiensis (TXB2-5) and Achromobacter denitrificans (GPB1-5), respectively. Under the condition of the optimum time of
adding Na,SeO;, the suitable incubation time and optimal Na,SeO; concentration, the ratio of Se transformation of each strain
was as follow: YLB1-6 74.22%, TXB1-10 66.05%, TXB2-5 55.31%, GPB1-5 63.30%. Furthermore, all strains treatments could
significantly increase the exchangeable Se contents and have strong activating effect on soil Se. Soil Se-enriched bacteria
provides more efficient microorganism carrier for Se transformation and provide technical support for Se-enriched products
development.

Key words: Se-enriched bacteria; Ratio of Se transformation; Screening; Identification
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